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regulation of T cell apoptotic process (Score: 2.081361)

Actual Age

P
re

di
ct

ed
 A

ge



●
●

●
●●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●●

●

●

●

●●●

●

●

●

●

●
●

●

●

●

Control

ctrlResponse

ct
rlP

re
d

60 65 70 75

60
65

70
75

●

●

●

●

●

●

●

●

●
●

●

●

●●
●

●

●
●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●
●

●

●

●

●

●
● ●

●

●

●

●●

●

Test

testResponse

te
st

P
re

d

60 65 70 75

viral budding (Score: 2.071559)
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multi−organism organelle organization (Score: 2.071559)
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multi−organism membrane budding (Score: 2.071559)
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C−terminal protein lipidation (Score: 2.052867)
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multi−organism membrane organization (Score: 2.023182)
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Arp2/3 complex−mediated actin nucleation (Score: 1.957615)
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membrane invagination (Score: 1.949269)
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Actual Age

P
re

di
ct

ed
 A

ge



●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●●●

●

●
●
●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●●

●

Control

ctrlResponse

ct
rlP

re
d

60 65 70 75

60
65

70
75

●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

Test

testResponse

te
st

P
re

d

60 65 70 75

sequestering of metal ion (Score: 1.924469)
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positive regulation of cellular extravasation (Score: 1.914924)
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negative regulation of mRNA processing (Score: 1.888588)
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thymic T cell selection (Score: 1.884263)
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DNA double−strand break processing (Score: 1.876043)
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rRNA−containing ribonucleoprotein complex export from nucleus (Score: 1.872435)
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regulation of mitotic spindle assembly (Score: 1.869961)
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protein ufmylation (Score: 1.867511)
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positive regulation of mitochondrial membrane permeability (Score: 1.855018)
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protein repair (Score: 1.847029)
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Golgi to endosome transport (Score: 1.845027)
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alternative mRNA splicing, via spliceosome (Score: 1.842414)
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protein deneddylation (Score: 1.835985)
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protein neddylation (Score: 1.829838)
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cullin deneddylation (Score: 1.828413)
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histone H3−K4 trimethylation (Score: 1.826060)
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mitochondrial outer membrane permeabilization involved in programmed cell death (Score: 1.799281)
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mitochondrial outer membrane permeabilization (Score: 1.796809)
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mRNA 3'−splice site recognition (Score: 1.786397)
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protein nitrosylation (Score: 1.782669)
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peptidyl−cysteine S−nitrosylation (Score: 1.782669)
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spliceosomal tri−snRNP complex assembly (Score: 1.766197)
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negative regulation of fatty acid oxidation (Score: 1.760042)
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regulation of bone development (Score: 1.751570)
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symbiont intracellular protein transport in host (Score: 1.673430)
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positive regulation of double−strand break repair (Score: 1.659347)

Actual Age

P
re

di
ct

ed
 A

ge



●

●

●

●

●

●
●

●

●

●●●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●
●

●

●
●

●

●

●

●

●

●

●

●

●

●
●

●

Control

ctrlResponse

ct
rlP

re
d

60 65 70 75

60
65

70
75

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●●

●

●

●
●

●

●

●

●

●

Test

testResponse

te
st

P
re

d

60 65 70 75

positive regulation of vesicle fusion (Score: 1.652676)
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snRNA transcription from RNA polymerase III promoter (Score: 1.646420)
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GTP metabolic process (Score: 1.614202)
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protein polyufmylation (Score: 1.578232)
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